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Summary: This tutorial is designed for processing and analyzing CUT&Tag data following
the Benchtop CUT&Tag V.3 protocol. The illustration data used in this tutorial is the
profiling of histone modifications in the human lymphoma K562 cell line, but the tutorial is
generally applicable to any chromatin protein, including transcription factors, RNA
polymerase II, and epitope-tagged proteins. For reproducible analysis, this tutorial is also
available on GitHub at https://yezhengstat.github.io/CUTTag_tutorial/.
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