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Proper Citation

RRID:WB-STRAIN:WBStrain00030553

Organism Information

URL: http://www.wormbase.org/db/get?name=WBStrain00030553

Proper Citation: RRID:WB-STRAIN:WBStrain00030553

Description: Caenorhabditis elegans with name EMPTY from WB.

Species: Caenorhabditis elegans

Synonyms: EMPTY

Notes: A defined and recently cloned population of animals derived from the original
Bristol variant of C. elegans originally obtained by Brenner from E. Dougherty with no
known history of mutagenesis. Brenners original population, called N2, was used as the
basis for the vast majority of laboratory strains in use currently. No early frozen stock of
the unmutagenized N2 population currently exists, but later stocks were available from
several laboratories. PD1074 is a clonal population founded by picking a single worm of
one such stock, VC3510. VC3510 in turn derives from a subpopulation of N2 described in
the literature as VC2010. PD1074 is intended to be used as a wild type reference strain
with the closely matched genome assembly of Yoshimura et al (ref) available on
Wormbase as VC2010-1.0. (ENA study accession PRJEB28388; assembly accession
GCA_900538205). We note that PD1074 is expected to be largely similar to most lab N2
strains, but that as a clonal isolate derived from N2, there will be some loci that will vary
compared to any other particular N2 isolate. One such example is a partial deletion of the
alh-2 locus in PD1074. Additional loci that were found to vary between the prior N2
reference genome (WormBase release WS264) and the VC2010-1.0 assembly are
detailed in supplemental table 8 in Yoshimura et al (ref).|"A defined and recently cloned
population of animals derived from the original Bristol variant of C. elegans originally
obtained by Brenner from E. Dougherty with no known history of mutagenesis. Brenners
original population, called N2, was used as the basis for the vast majority of laboratory
strains in use currently. No early frozen stock of the unmutagenized N2 population
currently exists, but later stocks were available from several laboratories. PD1074 is a
clonal population founded by picking a single worm of one such stock, VC3510. VC3510 in
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turn derives from a subpopulation of N2 described in the literature as VC2010. PD1074 is
intended to be used as a wild type reference strain with the closely matched genome
assembly of Yoshimura, et al. (Genome Res. 2019 Jun;29(6):1009-1022) available on
Wormbase as VC2010-1.0. (ENA study accession PRJEB28388; assembly accession
GCA_900538205). We note that PD1074 is expected to be largely similar to most lab N2
strains, but that as a clonal isolate derived from N2, there will be some loci that will vary
compared to any other particular N2 isolate. One such example is a partial deletion of the
alh-2 locus in PD1074. Additional loci that were found to vary between the prior N2
reference genome (WormBase release WS264) and the VC2010-1.0 assembly are
detailed in supplemental table 8 in Yoshimura, et al, (2019)."|"Added Wild_Isolate tag as
genotype info suggesting that they were sampled from the wild."|"Made_by: Karen Artiles
& Mark Edgley"|"no longer available from the
CGC."|"Supplementary_genotype"|"WBStrain provided so WBPaper00061243 paper
added based on AFP_Strain data."|"WBStrain provided so WBPaper00061573 paper
added based on AFP_Strain data."
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Ratings and Alerts

No rating or validation information has been found for PD1074.

No alerts have been found for PD1074.

Data and Source Information

Source: Integrated Animals

Source Database: WormBase (WB)
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We found 11 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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