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Proper Citation

kraken2 (RRID:SCR_026838)

Resource Information

URL: https://github.com/DerrickWood/kraken2

Proper Citation: kraken2 (RRID:SCR_026838)

Description: Software tool as second version of Kraken taxonomic sequence
classification system.

Resource Type: software application, software resource, source code

Defining Citation: PMID:31779668

Keywords: taxonomic sequence classification system, taxonomic, sequence,
classification system,

Funding: NIGMS R01 GM118568;
NIGMS R35 GM130151;
NSF

Availability: Free, Available for download, Freely available

Resource Name: kraken2

Resource ID: SCR_026838

License: MIT license

Record Creation Time: 20250424T064808+0000

Record Last Update: 20260905T133532+0000

Ratings and Alerts

No rating or validation information has been found for kraken2.

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_026838/resolver
https://github.com/DerrickWood/kraken2
https://pubmed.ncbi.nlm.nih.gov/31779668


No alerts have been found for kraken2.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 1421 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Yun Y, et al. (2026) Gut microbiome plasticity explains the altitudinal distribution pattern
and adaptability in a small mammal species (Apodemus draco). Microbiology spectrum,
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Stahl S, et al. (2026) Aging of the adaptive immune system affects the gut microbiome and
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Gao J, et al. (2026) Characterization of telomere-related gene subtypes in lung
adenocarcinoma and their implications for prognosis and treatment. Discover oncology,
17(1).

Rodríguez MM, et al. (2026) Assessment of water quality and microbial contamination in
Santa Marta's major rivers using conventional methods and next-generation sequencing.
Environmental science and pollution research international, 33(17), 8335.

Guimarães LO, et al. (2026) Wyeomyia confusa Lispivirus (WcLispV-SP): a novel
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Brangsch H, et al. (2026) Genome characteristics and type IV effector protein repertoire of
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microbiology, 26(1).
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eDNA Workflow Trade-Offs in Resource-Limited Settings. Molecular ecology resources,
26(1), e70091.
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14(6).
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PloS one, 21(6), e0350885.
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clinical outcomes in ICU patients with severe community-acquired pneumonia: a
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Microbiome, 14(1), 64.


