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Proper Citation

Mutect2 (RRID:SCR_026692)

Resource Information

URL.: https://gatk.broadinstitute.org/hc/en-us/articles/360037593851-Mutect?2

Proper Citation: Mutect2 (RRID:SCR_026692)

Description: Software tool to call somatic short mutations via local assembly of
haplotypes. Somatic variant caller that uses local assembly and realignment to detect
SNVs and indels.

Resource Type: software application, software resource

Defining Citation: DOI:10.1101/861054

Keywords: Somatic variant caller, call somatic short mutations, detect SNVs and indels,
Resource Name: Mutect2

Resource ID: SCR_026692

Record Creation Time: 20250401T060330+0000

Record Last Update: 20260805T044602+0000

Ratings and Alerts
No rating or validation information has been found for Mutect2.

No alerts have been found for Mutect2.

Data and Source Information

Source: SciCrunch Registry
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We found 1110 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET .
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