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Texas A and M University System Genomics and
Bioinformatics Service Core Facility

RRID:SCR_026632
Type: Tool

Proper Citation

Texas A and M University System Genomics and Bioinformatics Service Core Facility
(RRID:SCR_026632)

Resource Information

URL: https://www.txgen.tamu.edu/

Proper Citation: Texas A and M University System Genomics and Bioinformatics Service
Core Facility (RRID:SCR_026632)

Description: Core provides services including Sequencing, Library preparation,
Bioinformatics Analysis and Processing. Experienced staff provide expertise to users.

Synonyms: , Genomics & Bioinformatics Service, Texas A&M University System
Genomics & Bioinformatics Service

Resource Type: service resource, access service resource, core facility
Keywords: ABRF

Resource Name: Texas A and M University System Genomics and Bioinformatics
Service Core Facility

Resource ID: SCR_026632

Alternate IDs: ABRF_3092

Alternate URLS: https://coremarketplace.org/?FacilityID=3092&citation=1
Record Creation Time: 20250322T060326+0000

Record Last Update: 20260815T042930+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_026632/resolver
https://dknet.org/data/record/nlx_144509-1/SCR_026632/resolver
https://www.txgen.tamu.edu/

No rating or validation information has been found for Texas A and M University System
Genomics and Bioinformatics Service Core Facility.

No alerts have been found for Texas A and M University System Genomics and
Bioinformatics Service Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 4 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .

Sylvester T, et al. (2026) Population Structure of the Jewel Scarab Chrysina gloriosa.
Genome biology and evolution, 18(6).

Topcu I, et al. (2026) Maize leaf endosphere microbiome was affected by domestication
and shows patterns consistent with microbial dysbiosis. Frontiers in microbiomes, 5,
1735358.

Ravelombola W, et al. (2024) Genome-Wide Association Study for Seed Yield of Tepary
Bean Using Whole-Genome Resequencing. International journal of molecular sciences,
25(20).

Stroupe S, et al. (2022) Genomic evaluation of hybridization in historic and modern North
American Bison (Bison bison). Scientific reports, 12(1), 6397.
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