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xCell

RRID:SCR_026446
Type: Tool

Proper Citation

xCell (RRID:SCR_026446)

Resource Information

URL.: https://github.com/dviraran/xCell

Proper Citation: xCell (RRID:SCR_026446)

Description: Software R package for generating cell type scores and R scripts for
development of xCell. Web tool that performs cell type enrichment analysis from gene
expression data for immune and stroma cell types. Used for Cell types enrichment
analysis.

Resource Type: web application, software resource, source code, software toolkit

Defining Citation: PMID:29141660

Keywords: Cell types enrichment analysis, cell type, enrichment analysis, generating cell
type scores and R scripts, development of xCell,

Funding: Gruss Lipper Postdoctoral Fellowship ;
NCI U24 CA195858;
NIAID

Availability: Free, Available for download, Freely available
Resource Name: xCell

Resource ID: SCR_026446

Alternate URLSs: http://xCell.ucsf.edu/

Record Creation Time: 20250221T060325+0000

Record Last Update: 20260814T043139+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_026446/resolver
https://github.com/dviraran/xCell
https://pubmed.ncbi.nlm.nih.gov/29141660

No rating or validation information has been found for xCell .

No alerts have been found for xCell .

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 170 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Translational oncology, 70, 102859.

Chi Z, et al. (2026) Comprehensive single-cell analysis reveals cellular heterogeneity and
immune interactions in colorectal cancer. Translational oncology, 68, 102761.
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