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Proper Citation

Applied Photophysics: Chirascan V100 Circular Dichroism spectrometer
(RRID:SCR_025759)

Resource Information

URL: https://www.photophysics.com/product-pages/chirascan-v100/

Proper Citation: Applied Photophysics: Chirascan V100 Circular Dichroism spectrometer
(RRID:SCR_025759)

Description: Chirascan V100 circular dichroism spectrometer for circular dichroism
analysis, generating data that contribute to biomolecular characteristics, mechanisms, and
interactions. Used for studying chiral molecules.

Synonyms: Chirascan V100 Circular Dichroism spectrometer, Chirascan V100
Resource Type: instrument resource

Keywords: circular dichroism spectrometer, circular dichroism analysis, circular dichroism
spectroscopy, circular dichroism spectra,

Specification URL: https://raw.githubusercontent.com/SciCrunch/RRID-
Instruments/main/PDF/SCR_025759.pdf

Resource Name: Applied Photophysics: Chirascan V100 Circular Dichroism spectrometer
Resource ID: SCR_025759
Record Creation Time: 20240920T053257+0000

Record Last Update: 20260801T191338+0000
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No rating or validation information has been found for Applied Photophysics: Chirascan
V100 Circular Dichroism spectrometer.

No alerts have been found for Applied Photophysics: Chirascan V100 Circular Dichroism
spectrometer.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 17 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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