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Proper Citation

PLAAC (RRID:SCR_024973)

Resource Information

URL: http://plaac.wi.mit.edu/

Proper Citation: PLAAC (RRID:SCR_024973)

Description: Web and command-line application to identify proteins with prion-like amino
acid composition. Searches protein sequences to identify probable prion subsequences
using hidden-Markov model algorithm.

Synonyms: Prion Like Amino Acid Composition

Resource Type: data access protocol, software resource, web service

Defining Citation: PMID:24825614

Keywords: protein sequences search, identify proteins with prion-like amino acid
composition, identify proteins, identify probable prion subsequences,

Funding: G. Harold and Leila Y. Mathers Foundation ;
Howard Hughes Medical Institute ;
NIGMS GM025874

Availability: Free, Freely available

Resource Name: PLAAC

Resource ID: SCR_024973

Record Creation Time: 20240201T171710+0000

Record Last Update: 20260815T183201+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_024973/resolver
http://plaac.wi.mit.edu/
https://pubmed.ncbi.nlm.nih.gov/24825614


No rating or validation information has been found for PLAAC.

No alerts have been found for PLAAC.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 49 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Ma Y, et al. (2026) Genome-Wide Characterization and Expression Profiling of Putative
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15(12).
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Fen L, et al. (2025) Molecular network analysis of CPEB4 translational control and
targeting CPEB4/?-catenin to modulate invasion and migration of nasopharyngeal
carcinoma cells. International journal of medical sciences, 22(6), 1329.

Mgbechidinma CL, et al. (2025) Phase separation and biomolecular condensate formation
drive plant endomembrane and autophagy crosstalk. Journal of experimental botany,
77(1), 149.
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Genome biology, 26(1), 390.
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Wang C, et al. (2025) Genome-Wide Identification and Expression Analysis of the YTH
Domain-Containing Protein Gene Family in Salvia miltiorrhiza. International journal of
molecular sciences, 26(10).
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Cai S, et al. (2025) Phase transition of WTAP regulates m6A modification of interferon-
stimulated genes. eLife, 13.


