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Proper Citation

jMORP (RRID:SCR_024755)

Resource Information

URL: https://jmorp.megabank.tohoku.ac.jp/

Proper Citation: jMORP (RRID:SCR_024755)

Description: Japanese multi omics reference panel. Provides multidimensional approach
to diversity of Japanese population. Public database for plasma metabolome and
proteome analyses. Updated to metabolome, genome, transcriptome, metagenome,
number of samples, analysis methods of each dataset, expanding links between each
layer and links between hierarchies.

Resource Type: data or information resource, database

Defining Citation: DOI:10.1093/nar/gkad978

Keywords: Japanese population, multi omics reference panel, plasma metabolome and
proteome analyses, metabolome, genome, transcriptome, metagenome, datasets,
samples, analysis,

Funding: Japan Agency for Medical Research and Development

Availability: Restricted

Resource Name: jMORP

Resource ID: SCR_024755

License URLs: https://jmorp.megabank.tohoku.ac.jp/help/conditions-of-use

Record Creation Time: 20231206T183340+0000

Record Last Update: 20260905T133440+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_024755/resolver
https://jmorp.megabank.tohoku.ac.jp/
https://dx.doi.org/10.1093/nar/gkad978


No rating or validation information has been found for jMORP.

No alerts have been found for jMORP.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 109 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .

Yamazawa K, et al. (2026) Comprehensive evidence for the pathogenicity of the BRCA2
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Large Japanese Hearing Loss Cohort. Genes, 17(2).
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102839.
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Hu Q, et al. (2025) Circulating tumor DNA monitoring detects minimal residual disease
and predicts outcomes in patients with esophageal adenocarcinoma or squamous cell
carcinoma after esophagectomy. BJC reports, 3(1), 52.

Terayama S, et al. (2025) Long-Term Outcomes of Early Enzyme Replacement Therapy
With Asfotase Alfa in Perinatal Benign Hypophosphatasia: Amelioration of Bone
Deformities in a Young Child. Cureus, 17(2), e78473.

Sakai T, et al. (2025) Genome-Wide Association Study of Atrial Fibrillation Recurrence
After Radiofrequency Catheter Ablation in a Japanese Population. Journal of
cardiovascular electrophysiology, 36(7), 1494.
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communications, 16(1), 7995.


