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CopyKAT

RRID:SCR_024512
Type: Tool

Proper Citation

CopyKAT (RRID:SCR_024512)

Resource Information

URL: https://github.com/navinlabcode/copykat

Proper Citation: CopyKAT (RRID:SCR_024512)

Description: Software R package to estimate genomic copy number profiles at average
genomic resolution of 5 Mb from read depth in high throughput single cell RNA
sequencing data.Used for inference of genomic copy number and subclonal structure of
human tumors from high-throughput single cell RNAseq data.

Synonyms: , Copynumber Karyotyping of Aneuploid Tumors
Resource Type: software toolkit, software resource

Defining Citation: PMID:33462507

Keywords: Inference of genomic copy number and subclonal structure of human tumors,
high throughput single cell RNAseq data,

Availability: Free, Available for download, Freely available
Resource Name: CopyKAT

Resource ID: SCR_024512

Record Creation Time: 20231002T161337+0000

Record Last Update: 20260803T040915+0000

Ratings and Alerts
No rating or validation information has been found for CopyKAT.

No alerts have been found for CopyKAT.



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_024512/resolver
https://github.com/navinlabcode/copykat
https://pubmed.ncbi.nlm.nih.gov/33462507

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 65 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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vasculogenic mimicry formation and drive colon cancer malignancy. Cell death & disease,
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Liu Y, et al. (2025) Proteogenomic characterisation of primary oral cancer unveils
extracellular matrix remodelling and immunosuppressive microenvironment linked to
lymph node metastasis. Clinical and translational medicine, 15(3), e70261.
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Shi J, et al. (2025) Single-Cell RNA-Seq Recognized Key Genes for Metastasis and
Macrophage Infiltration in Colorectal Cancer. Human mutation, 2025, 9488531.
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