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University of Florida Health Mass Spectrometry and
Proteomics Core Facility

RRID:SCR_023576
Type: Tool

Proper Citation

University of Florida Health Mass Spectrometry and Proteomics Core Facility
(RRID:SCR_023576)

Resource Information

URL: https://scripps.ufl.edu/cores-and-technologies/mass-spectrometry-and-proteomics/

Proper Citation: University of Florida Health Mass Spectrometry and Proteomics Core
Facility (RRID:SCR_023576)

Description: Core provides range of mass spectrometry based proteomics services to
assist with protein characterization, identification and quantification, and apply these
technologies to solve relevant biological problems. Equipment including Thermo Scientific
Orbitrap Fusion Tribrid mass spectrometer, Thermo Scientific Q Exactive hybrid
guadrupole-Orbitrap benchtopmass spectrometer, Agilent Technologies 1100 HPLC.
Services include Mini SDS-PAGE,Gel Coomassie staining,Protein/Peptide Assay,Protein
Precipitation,Solution or in-gel sample digestion and high resolution LC-MS/MS using 1-
4Hr gradients,High resolution LC-MS/MS using 1-4Hr gradients (self-digested
samples),High resolution MS and MS/MS via direct infusion,Protein digest clean up,TMT
guantification,SILAC quantification,Label free quantification,HPLC peptide separation.

Synonyms: Mass Spectrometry and Proteomics, University of Florida Health Mass
Spectrometry and Proteomics

Resource Type: core facility, service resource, access service resource

Keywords: USEDit, ABRF, mass spectrometry, proteomics services, protein
characterization, protein identification, protein quantification,

Availability: Open

Resource Name: University of Florida Health Mass Spectrometry and Proteomics Core
Facility

Resource ID: SCR_023576
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Alternate IDs: ABRF_1763
Alternate URLSs: https://coremarketplace.org/?FacilitylD=1763&citation=1
Record Creation Time: 20230519T050224+0000

Record Last Update: 20260801T191246+0000

Ratings and Alerts

No rating or validation information has been found for University of Florida Health Mass
Spectrometry and Proteomics Core Facility.

No alerts have been found for University of Florida Health Mass Spectrometry and
Proteomics Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 7 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET .
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characterization and biocompatibility in vivo in musculoskeletal tissues: a controlled study.
BMC medicine, 23(1), 439.
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