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Proper Citation

Corrplot (RRID:SCR_023081)

Resource Information

URL: https://github.com/taiyun/corrplot

Proper Citation: Corrplot (RRID:SCR_023081)

Description: Software R package as visual exploratory tool on correlation matrix that 
supports automatic variable reordering to help detect hidden patterns among variables.

Resource Type: software toolkit, software resource

Keywords: visual exploratory, correlation matrix, automatic variable reordering support, 
detect hidden patterns among variables,

Funding:

Availability: Free, Available for download, Freely available

Resource Name: Corrplot

Resource ID: SCR_023081

Alternate URLs: https://CRAN.R-project.org/package=corrplot

License: MIT license

Record Creation Time: 20221229T050156+0000

Record Last Update: 20250508T070110+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_023081/resolver
https://github.com/taiyun/corrplot


No rating or validation information has been found for Corrplot.

No alerts have been found for Corrplot.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 126 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Fu J, et al. (2025) m1A regulator?mediated methylation modifications and gene signatures 
and their prognostic value in multiple myeloma. Experimental and therapeutic medicine, 
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Munakata Y, et al. (2024) Chromatin remodeler CHD4 establishes chromatin states required 
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server for biology.
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of the bud dormancy-related QTLs in Prunus mume. DNA research : an international journal 
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Grattapaglia D, et al. (2024) High-density linkage to physical mapping in a unique Tall × 
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colocalized with the FLOWERING LOCUS T (FT). Frontiers in plant science, 15, 1408239.
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related gene signatures in the bladder cancer immune microenvironment. BMC urology, 
24(1), 6.
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Genomics, 116(1), 110769.
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advances, 10(23), eadn1640.
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diagnostic pancreatic ductal adenocarcinoma: a nested case-control study. Translational 
oncology, 48, 102059.
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thrombosis, and vascular biology, 44(9), 2118.
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