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AccuCor

RRID:SCR_023046
Type: Tool

Proper Citation

AccuCor (RRID:SCR_023046)

Resource Information

URL.: https://cran.rstudio.com/web/packages/accucor/index.html

Proper Citation: AccuCor (RRID:SCR_023046)

Description: Software as isotope natural abundance correction algorithm that is needed
especially for high resolution mass spectrometers. Natural abundance correction of mass
spectrometer data.

Resource Type: data processing software, software application, software resource

Defining Citation: PMID:28471646

Keywords: Natural abundance correction, mass spectrometer data, isotope natural
abundance correction algorithm, high resolution mass spectrometers

Funding: NCI RO1 CA163591;
NIDDK P30DK019525;

NCI CA211437;

U. S. Department of Energy

Availability: Free, Available for download, Freely available
Resource Name: AccuCor

Resource ID: SCR_023046

Alternate URLSs: https://github.com/XiaoyangSu/AccuCor
License: MIT

Record Creation Time: 20221215T050202+0000

Record Last Update: 20260815T182809+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_023046/resolver
https://cran.rstudio.com/web/packages/accucor/index.html
https://pubmed.ncbi.nlm.nih.gov/28471646

No rating or validation information has been found for AccuCor.

No alerts have been found for AccuCor.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 27 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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sugar diet-induced metabolic dysregulation in muscle at reaction and pathway levels.
Nature communications, 17(1), 1692.

Macdonald-Obermann J, et al. (2026) Differential ErbB receptor dimerization modulates
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Neuroendocrine Marker Expression and Nucleotide Abundance. Molecular cancer
research : MCR, 24(5), 356.
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101068.
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