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msigdbr

RRID:SCR_022870
Type: Tool

Proper Citation

msigdbr (RRID:SCR_022870)

Resource Information

URL.: https://cran.r-project.org/package=msigdbr

Proper Citation: msigdbr (RRID:SCR_022870)

Description: Software R package contains Molecular Signatures Database (MSigDB) gene
sets for multiple organisms in tidy data format. Gene sets in standard R data frame with key
value pairs. Package includes human genes as well as corresponding symbols and IDs for
frequently studied model organisms such as mouse, rat, pig, fly, and yeast.

Resource Type: software toolkit, software resource

Keywords: Standard R data frame, human genes as listed in MSigDB, corresponding
symbols and IDs

Funding:

Availability: Free, Available for download, Freely available
Resource Name: msigdbr

Resource ID: SCR_022870

Alternate URLSs: https://igordot.github.io/msigdbr/
License: MIT license

Record Creation Time: 20221013T050144+0000

Record Last Update: 20250508T070053+0000



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_022870/resolver
https://cran.r-project.org/package=msigdbr

Ratings and Alerts
No rating or validation information has been found for msigdbr.

No alerts have been found for msigdbr.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 19 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Mass-Sanchez PB, et al. (2024) Perilipin 5 deletion protects against nonalcoholic fatty liver
disease and hepatocellular carcinoma by modulating lipid metabolism and inflammatory
responses. Cell death discovery, 10(1), 94.
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Kwon DI, et al. (2024) Fc-fused IL-7 provides broad antiviral effects against respiratory virus
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5(1), 101362.
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114141.
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