
Resource Summary Report

Generated by dkNET on Aug 7, 2026

University of Pennsylvania Perelman School of
Medicine IFI CyTOF Service Center Core Facility
RRID:SCR_022410
Type: Tool

Proper Citation

University of Pennsylvania Perelman School of Medicine IFI CyTOF Service Center Core
Facility (RRID:SCR_022410)

Resource Information

URL: https://www.med.upenn.edu/ifi/cytofservicecenter.html

Proper Citation: University of Pennsylvania Perelman School of Medicine IFI CyTOF
Service Center Core Facility (RRID:SCR_022410)

Description: CyTOF?enables multi-parametric high-dimensional single?cell analysis?of
more than 40 markers per cell, with?minimal background and compensation?issues.?Core
?offers variety of?CyTOF-related services including?reagent distribution, consultation,?
antibody conjugation, and data acquisition.?

Abbreviations: CyTOF

Synonyms: University of Pennsylvania Perelman School of Medicine IFI CyTOF Service
Center, IFI CyTOF Service Center

Resource Type: storage service resource, service resource, core facility, access service
resource, material storage repository

Keywords: USEDit, ABRF, stockroom

Resource Name: University of Pennsylvania Perelman School of Medicine IFI CyTOF
Service Center Core Facility

Resource ID: SCR_022410

Alternate IDs: ARBF_1419

Alternate URLs: https://coremarketplace.org?citation=1&FacilityID=1419

Record Creation Time: 20220602T050140+0000

Record Last Update: 20260807T042954+0000
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Ratings and Alerts

No rating or validation information has been found for University of Pennsylvania
Perelman School of Medicine IFI CyTOF Service Center Core Facility.

No alerts have been found for University of Pennsylvania Perelman School of Medicine IFI
CyTOF Service Center Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 39 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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