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Open Targets Genetics Portal

RRID:SCR_021701
Type: Tool

Proper Citation

Open Targets Genetics Portal (RRID:SCR_021701)

Resource Information

URL.: https://genetics.opentargets.org/

Proper Citation: Open Targets Genetics Portal (RRID:SCR_021701)

Description: Portal offers features to help discover associations between genes, variants,
and traits including Browse and rank gene and variant associations identified by Locus-to-
Gene (L2G) scoring pipeline, Uncover credible sets for variant and trait associations
based on mapping analyses pipeline, Explore and compare studies from UK Biobank,
FinnGen, and GWAS Catalog using multi-trait comparison tool eQTL Catalogue.

Resource Type: data or information resource, portal

Defining Citation: DOI:10.1093/nar/gkaa840

Keywords: Discover associations, associations between genes, variants, traits, rank gene
and variant associations,

Availability: Free, Freely available

Resource Name: Open Targets Genetics Portal
Resource ID: SCR_021701

Alternate URLSs: https://github.com/opentargets
Record Creation Time: 20220129T080357+0000

Record Last Update: 20260811T043654+0000

Ratings and Alerts
No rating or validation information has been found for Open Targets Genetics Portal.

No alerts have been found for Open Targets Genetics Portal.



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_021701/resolver
https://genetics.opentargets.org/
https://dx.doi.org/10.1093/nar/gkaa840

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 171 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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5(1), 316.
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