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ChlPseeker

RRID:SCR_021322
Type: Tool

Proper Citation

ChiPseeker (RRID:SCR_021322)

Resource Information

URL.: https://bioconductor.org/packages/ChliPseeker/

Proper Citation: ChiPseeker (RRID:SCR_021322)

Description: Software package to retrieve nearest genes around peak, annotate genomic
region of peak, implements statstical methods for estimate significance of overlap among
ChIP peak data sets, and incorporate GEO database for user to compare own dataset with
those deposited in database.Several visualization functions are implemented to summarize
coverage of peak experiment, average profile and heatmap of peaks binding to TSS regions,
genomic annotation, distance to TSS, and overlap of peaks or genes.

Resource Type: software resource, software toolkit

Defining Citation: PMID:25765347

Keywords: Retrieve nearest genes around peak, annotate genomic region of peak, overlap
estimate significance, ChlP peak data sets

Funding:

Availability: Free, Available for download, Freely available
Resource Name: ChiPseeker

Resource ID: SCR_021322

Record Creation Time: 20220129T080354+0000

Record Last Update: 20250513T062142+0000



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_021322/resolver
https://bioconductor.org/packages/ChIPseeker/
https://pubmed.ncbi.nlm.nih.gov/25765347

Ratings and Alerts
No rating or validation information has been found for ChiPseeker.

No alerts have been found for ChlPseeker.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 214 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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15(1), 240.
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communications, 16(1), 1212.
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Nature aging, 5(1), 122.
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phosphorylation. Science advances, 11(3), eadr2131.
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plasticity and antiandrogen resistance in prostate cancer. Cell research, 35(1), 59.
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Matlik K, et al. (2024) Cell-type-specific CAG repeat expansions and toxicity of mutant
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LuY, et al. (2024) ALDH1A3-acetaldehyde metabolism potentiates transcriptional
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Cai L, et al. (2024) Integrative analysis reveals associations between oral microbiota
dysbiosis and host genetic and epigenetic aberrations in oral cavity squamous cell
carcinoma. NPJ biofilms and microbiomes, 10(1), 39.

Zhong C, et al. (2024) Targeting osteoblastic 11?-HSD1 to combat high-fat diet-induced
bone loss and obesity. Nature communications, 15(1), 8588.

Zhang Y, et al. (2024) Genome-Wide Analysis of p53 Targets Reveals SCN2A as a Novel
Player in p53-Induced Cell Arrest in HPV-Positive Cells. Viruses, 16(11).
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Tabe-Bordbar S, et al. (2024) Mechanistic analysis of enhancer sequences in the estrogen
receptor transcriptional program. Communications biology, 7(1), 719.
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Methyladenosine-Mediated RNA Circularization to Promote Oncogenesis of Prostate
Cancer. Advanced science (Weinheim, Baden-Wurttemberg, Germany), 11(33), e2402954.

Maria Del Rocio PB, et al. (2024) Loss-of-function of the Zinc Finger Homeobox 4 (ZFHX4)
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sciences.
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108921.
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state. Research square.




