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COVTree

RRID:SCR_021307
Type: Tool

Proper Citation

COVTree (RRID:SCR_021307)

Resource Information

URL: http://www.lcgb.upmc.fr/COVTree/

Proper Citation: COVTree (RRID:SCR_021307)

Description: Web server providing online analysis of coevolving amino acid pairs in
overlapping genes, where residues might be located inside or outside overlapping region.

Abbreviations: COVTree
Synonyms: Coevolution in OVerlapped sequences by Tree

Resource Type: analysis service resource, data access protocol, production service
resource, service resource, software resource, web service

Defining Citation: PMID:32374885

Keywords: Coevolution analysis, coevolving amino acid pairs, overlapping genes,
overlapping region, residues location

Funding: French Government ;
French National Agency for Research against HIV and Hepatitis

Availability: Free, Freely available

Resource Name: COVTree

Resource ID: SCR_021307

Record Creation Time: 20220129T080354+0000

Record Last Update: 20260912T195954+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_021307/resolver
http://www.lcqb.upmc.fr/COVTree/
https://pubmed.ncbi.nlm.nih.gov/32374885

No rating or validation information has been found for COVTree.

No alerts have been found for COVTree.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We have not found any literature mentions for this resource.



https://dknet.org/rin/sources/SCR_005400

