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Proper Citation

r8s (RRID:SCR_021161)

Resource Information

URL.: https://sourceforge.net/projects/r8s/

Proper Citation: r8s (RRID:SCR_021161)

Description: Software package for estimating absolute rates of molecular evolution and
divergence times on phylogenetic tree. Divergence time estimation on phylogenies.

Resource Type: software resource, software toolkit

Keywords: Divergence time estimation, phylogenies, estimating absolute rates, molecular
evolution, divergence times, phylogenetic tree

Availability: Free, Available for download, Freely available
Resource Name: r8s

Resource ID: SCR_021161

Record Creation Time: 20220129T080354+0000

Record Last Update: 20260808T042923+0000

Ratings and Alerts
No rating or validation information has been found for r8s.

No alerts have been found for r8s.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_021161/resolver
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https://dknet.org/rin/sources/SCR_005400

We found 14 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET .
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communication. GigaScience, 13.

Miao H, et al. (2024) Genomic evolution and insights into agronomic trait innovations of
Sesamum species. Plant communications, 5(1), 100729.

Wang Y, et al. (2024) Insights into the adaptive evolution of chromosome and essential
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108445.
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