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Type: Tool

Proper Citation

Common Metabolic Diseases Knowledge Portal (RRID:SCR_020937)

Resource Information

URL: https://hugeamp.org

Proper Citation: Common Metabolic Diseases Knowledge Portal (RRID:SCR_020937)

Description: Portal enables browsing, searching, and analysis of human genetic information 
linked to common metabolic diseases and traits, while protecting integrity and confidentiality 
of underlying data. Aggregates and analyzes genetic association results, epigenomic 
annotations, and results of computational prediction methods to provide data, visualizations, 
and tools in open access portal.

Abbreviations: CMDKP

Resource Type: data repository, service resource, storage service resource, topical portal, 
data or information resource, disease-related portal, portal

Keywords: Analyzes genetic association results, aggregates genetic association results, 
epigenomic annotations, genetic data, epigenomic data

Related Condition: Metabolic diseases, Type 1 diabetes, Type 2 diabetes, Cardiovascular 
disease, Cerebrovascular disease, Sleep disorder, Circadian disorder, Diabetes

Funding: Accelerating Medicines Partnership

Availability: Free, Available for download, Freely available

Resource Name: Common Metabolic Diseases Knowledge Portal

Resource ID: SCR_020937

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_020937/resolver
https://hugeamp.org


Record Creation Time: 20220129T080352+0000

Record Last Update: 20250428T054217+0000

Ratings and Alerts

No rating or validation information has been found for Common Metabolic Diseases 
Knowledge Portal.

No alerts have been found for Common Metabolic Diseases Knowledge Portal.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 30 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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in cardiomyocytes. bioRxiv : the preprint server for biology.
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EBioMedicine, 107, 105293.
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Michalek DA, et al. (2024) A multi-ancestry genome-wide association study in type 1 
diabetes. Human molecular genetics, 33(11), 958.

Nagarajan P, et al. (2024) A Large-Scale Genome-Wide Study of Gene-Sleep Duration 
Interactions for Blood Pressure in 811,405 Individuals from Diverse Populations. medRxiv : 
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