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Bio-Rad: ProteOn XPR36 Protein Interaction Array
System

RRID:SCR_019705
Type: Tool

Proper Citation

Bio-Rad: ProteOn XPR36 Protein Interaction Array System (RRID:SCR_019705)

Resource Information

URL.: https://www.bio-rad.com/en-us/product/proteon-xpr36-protein-interaction-array-
system?ID=ea380548-08ca-4b4e-896b-87e5580ac411

Proper Citation: Bio-Rad: ProteOn XPR36 Protein Interaction Array System
(RRID:SCR_019705)

Description: ProteOn XPR36 protein interaction array system is surface plasmon
resonance (SPR) biosensor platform that provides real-time label-free analysis of
specificity, affinity and kinetics of biomolecular interactions.

Synonyms: , ProteOn XPR36 Surface Plasmon Resonance System, Bio-Rad ProteOn
XPR36 Protein Interaction Array System

Resource Type: instrument resource

Keywords: Bio Rad, Protein Interaction, Instrument, Resource Equipment, Equipment,
USEDit

Availability: Restricted

Resource Name: Bio-Rad: ProteOn XPR36 Protein Interaction Array System

Resource ID: SCR_019705

Alternate IDs: Model Number_ProteOn_XPR36, SCR_018619

Alternate URLSs: https://www.bio-rad.com/webroot/web/pdf/isr/literature/Bulletin_5390.pdf
Record Creation Time: 20220129T080346+0000

Record Last Update: 20260725T190916+0000
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No rating or validation information has been found for Bio-Rad: ProteOn XPR36 Protein
Interaction Array System.

No alerts have been found for Bio-Rad: ProteOn XPR36 Protein Interaction Array System.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 59 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET .
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