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Signaling Pathways Project

RRID:SCR_018412
Type: Tool

Proper Citation

Signaling Pathways Project (RRID:SCR_018412)

Resource Information

URL.: https://signalingpathways.org

Proper Citation: Signaling Pathways Project (RRID:SCR_018412)

Description: Web multi omics knowledgebase based upon public, manually curated
transcriptomic and cistromic datasets involving genetic and small molecule manipulations of
cellular receptors, enzymes and transcription factors. Integrated omics knowledgebase for
mammalian cellular signaling pathways. Web browser interface was designed to
accommodate numerous routine data mining strategies. Datasets are biocurated versions of
publically archived datasets and are formatted according to recommendations of the
FORCEL11 Joint Declaration on Data Citation Principles73, and are made available under
Creative Commons CC 3.0 BY license. Original datasets are available.

Abbreviations: SPP
Resource Type: data or information resource, database

Defining Citation: PMID:31672983

Keywords: Data integration, genetic database, gene regulatory network, cell signalling,
cellular signalling network, transcriptomic data, manualy curated, cistromic data, cellular
receptor, enzyme, transcrptomic factor, mammalian cellular signaling pathway, data mining
strategy, dataset, , bio.tools

Funding: NIDDK DKQ097771;
NIDDK DK097748;

NIDDK DK48807;

NIDDK DK107535;

NIDDK DK56338;



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_018412/resolver
https://signalingpathways.org
https://pubmed.ncbi.nlm.nih.gov/31672983

NIDDK DK095686;

NIDDK DK105126;

NCI CA125123;

NHLBI HL127624;

Dan L. Duncan NCI Comprehensive Cancer Center at Baylor College of Medicine ;
CPRIT RP150578

Availability: Free, Freely available

Resource Name: Signaling Pathways Project

Resource ID: SCR_018412

Alternate IDs: biotools:Signaling_Pathways_Project
Alternate URLSs: https://bio.tools/Signaling_Pathways_Project
Old URLs: https://www.signalingpathways.org

Record Creation Time: 20220129T080340+0000

Record Last Update: 20250426T060714+0000

Ratings and Alerts
No rating or validation information has been found for Signaling Pathways Project.

No alerts have been found for Signaling Pathways Project.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 22 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET.
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