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Pandas

RRID:SCR_018214
Type: Tool

Proper Citation

Pandas (RRID:SCR_018214)

Resource Information

URL.: https://pandas.pydata.org

Proper Citation: Pandas (RRID:SCR_018214)

Description: Software Python package for data analysis providing labeled data structures
similar to R data. Provides data structures designed to make working with relational or
labeled data. Software as building block for doing practical, real world open source data
analysis and manipulation tool.

Resource Type: data processing software, software toolkit, software resource, software
application, data analysis software

Keywords: Data analysis, labeled data, relational data, data structure
Funding: NumFOCUS

Availability: Free, Available for download, Freely available
Resource Name: Pandas

Resource ID: SCR_018214

Alternate URLSs: https://github.com/pandas-dev/pandas

License: BSD 3-Clause License

Record Creation Time: 20220129T080339+0000

Record Last Update: 20250412T060227+0000



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_018214/resolver
https://pandas.pydata.org

Ratings and Alerts
No rating or validation information has been found for Pandas.

No alerts have been found for Pandas.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 425 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Sha'Y, et al. (2024) CerviFusionNet: A multi-modal, hybrid CNN-transformer-GRU model for
enhanced cervical lesion multi-classification. iScience, 27(12), 111313.

Massy R, et al. (2024) Enhanced flight performance in hoverfly migrants. iScience, 27(12),
111345.

Jia J, et al. (2024) Predictive model for totally implanted venous access ports?related
long?term complications in patients with lung cancer. Oncology letters, 28(1), 326.

Zhang S, et al. (2024) Machine learning on longitudinal multi-modal data enables the
understanding and prognosis of Alzheimer's disease progression. iScience, 27(7), 110263.
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