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University of California San Francisco Parnassus
Flow Cytometry Core Facility

RRID:SCR_018206
Type: Tool

Proper Citation

University of California San Francisco Parnassus Flow Cytometry Core Facility
(RRID:SCR_018206)

Resource Information

URL.: https://flow.ucsf.edu/

Proper Citation: University of California San Francisco Parnassus Flow Cytometry Core
Facility (RRID:SCR_018206)

Description: Core assists investigators whose research requires molecular marker
characterization of cells in suspension as well as isolation of cells based on those markers.
Advanced cell sorting and cytometric analyses by Flow or Mass Cytometry are provided.

Abbreviations: PFCC

Synonyms: University of California San Francisco Diabetes Research Center Cytometry
and Cell Sorting Core, , University of California San Francisco Diabetes Research Center
Parnassus Flow Cytometry CoLab, UCSF Parnassus Flow ColLab

Resource Type: core facility, service resource, access service resource

Keywords: Molecular marker, cell characterization, cell in suspension, cell isolation, cell
sorting, flow cytometry, mass cytometry, cytometric analysis, core facility, ABRF

Funding: NIDDK P30DK063720
Availability: Restricted

Resource Name: University of California San Francisco Parnassus Flow Cytometry Core
Facility
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Resource ID: SCR_018206

Alternate IDs: ABRF_1007, SCR_015105

Alternate URLSs: https://coremarketplace.org?FacilitylD=1007
Record Creation Time: 20220129T080339+0000

Record Last Update: 20250519T205304+0000

Ratings and Alerts

No rating or validation information has been found for University of California San Francisco
Parnassus Flow Cytometry Core Facility.

No alerts have been found for University of California San Francisco Parnassus Flow
Cytometry Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 104 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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