
Resource Summary Report

Generated by dkNET on Aug 24, 2026

SWISS-MODEL
RRID:SCR_018123
Type: Tool

Proper Citation

SWISS-MODEL (RRID:SCR_018123)

Resource Information

URL: https://swissmodel.expasy.org/

Proper Citation: SWISS-MODEL (RRID:SCR_018123)

Description: Software tool as fully automated protein structure homology modeling
server, accessible via ExPASy web server, or from program DeepView Swiss Pdb-Viewer.
Structural bioinformatics web-server dedicated to homology modeling of 3D protein
structures. Used to make protein modelling accessible to all biochemists and molecular
biologists.

Resource Type: data access protocol, data or information resource, service resource,
software resource, web service

Defining Citation: PMID:12824332

Keywords: 3D protein structure, homology modeling server, protein modeling, structural
bioinformatics, automated comparative modeling, bio.tools

Availability: Free, Freely available

Resource Name: SWISS-MODEL

Resource ID: SCR_018123

Alternate IDs: biotools:swiss-model_workspace, biotools:swiss_model

Alternate URLs: https://bio.tools/swiss_model, https://bio.tools/swiss-model_workspace

Record Creation Time: 20220129T080338+0000

Record Last Update: 20260821T194128+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_018123/resolver
https://swissmodel.expasy.org/
https://pubmed.ncbi.nlm.nih.gov/12824332


No rating or validation information has been found for SWISS-MODEL.

No alerts have been found for SWISS-MODEL.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 4218 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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Klebsiella pneumoniae. Emerging microbes & infections, 15(1), 2648890.
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and exons 1-3 ins/del variants in CYP21A2 causes non-classical congenital adrenal
hyperplasia in a Chinese girl. Frontiers in pediatrics, 14, 1778805.
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