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Type: Tool

Proper Citation

London Regional Genomics Centre Core Facility (RRID:SCR_017865)

Resource Information

URL: http://www.lrgc.ca/

Proper Citation: London Regional Genomics Centre Core Facility (RRID:SCR_017865)

Description: Core provides Next Generation Sequencing and Bioinformatics
services.Services include:RNA assessment using Agilent 2100 Bioanalyzer,Next
Generation Sequencing:Single cell RNA-seq,DNA-seq,RNA-seq,miRNA-seq,ChIP-
seq,Microbiome (16S rRNA),ATAC-seq,Data Analysis (Partek Flow, Transcription Analysis
Console).

Synonyms: London Regional Genomics Centre

Resource Type: service resource, core facility, access service resource

Keywords: Next, generation, sequencing, bioinformatics, RNA, assessment, RNAseq,
DNAseq, miRNAseq, ChIPseq, microbiome, single, cell, analysis, service, core, ABRF

Availability: Open

Resource Name: London Regional Genomics Centre Core Facility

Resource ID: SCR_017865

Alternate IDs: ABRF_690

Record Creation Time: 20220129T080337+0000

Record Last Update: 20260807T042912+0000

Ratings and Alerts

No rating or validation information has been found for London Regional Genomics Centre
Core Facility.

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_017865/resolver
http://www.lrgc.ca/


No alerts have been found for London Regional Genomics Centre Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 19 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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