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VGNC

RRID:SCR_017514
Type: Tool

Proper Citation

VGNC (RRID:SCR_017514)

Resource Information

URL.: https://vertebrate.genenames.org/

Proper Citation: VGNC (RRID:SCR_017514)

Description: Software resource for vertebrate gene nomenclature. Database of gene
symbols. Coordinates with vertebrate nomenclature committees, MGNC (mouse), RGNC
(rat), CGNC (chicken), AGNC (Anole green lizard), XNC (Xenopus frog) and ZNC
(zebrafish), to ensure genes are named in line with their human homologs.

Synonyms: Vertebrate Gene Nomenclature Committee
Resource Type: data or information resource, service resource, database
Keywords: Vertebrate, gene, nomenclature, data, symbol

Funding: NHGRI U24 HG003345;
Wellcome Trust

Availability: Free, Freely available

Resource Name: VGNC

Resource ID: SCR_017514

Record Creation Time: 20220129T080335+0000

Record Last Update: 20250509T060246+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_017514/resolver
https://vertebrate.genenames.org/

No rating or validation information has been found for VGNC.

No alerts have been found for VGNC.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 13 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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