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RRID:SCR_016752
Type: Tool

Proper Citation

tximport (RRID:SCR_016752)

Resource Information

URL.: https://github.com/mikelove/tximport

Proper Citation: tximport (RRID:SCR_016752)

Description: Software R package for importing pseudoaligned reads into R for use with
downstream differential expression analysis. Used for import and summarize transcript level
estimates for transcript and gene level analysis.

Synonyms: tximport v1.4.0

Resource Type: data analysis software, data processing software, software resource,
software application

Defining Citation: DOI:10.12688/f1000research.7563.1

Keywords: pseudoaligned, reads, R, differential, expression, analysis, gene, transcript,
bio.tools

Funding: SNSF 143883;
European Commission ;
NCI T32 CA009337

Availability: Free, Available for download, Freely available
Resource Name: tximport
Resource ID: SCR_016752

Alternate IDs: biotools:tximport



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_016752/resolver
https://github.com/mikelove/tximport
https://dx.doi.org/10.12688/f1000research.7563.1

Alternate URLSs: https://bioconductor.org/packages/tximport/,
https://bioconductor.org/packages/devel/bioc/vignettes/tximport/inst/doc/tximport.html,
https://github.com/F1000Research/tximport, https://bio.tools/tximport

Old URLSs: https://zenodo.org/record/35123#.W_w3behKiM8
License: GNU Public License (GPL)
Record Creation Time: 20220129T080332+0000

Record Last Update: 20250423T060932+0000

Ratings and Alerts
No rating or validation information has been found for tximport.

No alerts have been found for tximport.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 67 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.

Meng L, et al. (2024) Genome-wide identification and analysis of WD40 proteins reveal that
NtTTG1 enhances drought tolerance in tobacco (Nicotiana tabacum). BMC genomics, 25(1),
133.

Ratnasiri K, et al. (2024) Systems immunology of transcriptional responses to viral infection
identifies conserved antiviral pathways across macaques and humans. Cell reports, 43(2),
113706.

Stankovi? D, et al. (2024) Xrpl governs the stress response program to spliceosome
dysfunction. Nucleic acids research, 52(5), 2093.

Lizardo MM, et al. (2024) Pharmacologic Inhibition of EIF4A Blocks NRF2 Synthesis to
Prevent Osteosarcoma Metastasis. Clinical cancer research : an official journal of the
American Association for Cancer Research, 30(19), 4464.

Pressl C, et al. (2024) Isolation and Molecular Profiling of Nuclei of Specific Neuronal Types
from Human Cerebral Cortex and Striatum. Current protocols, 4(12), e70067.



https://dknet.org/about/sources/nlx_144509-1
https://dknet.org/data/record/nlx_144509-1/SCR_016752/resolver/mentions
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