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Proper Citation

SARTools (RRID:SCR_016533)

Resource Information

URL: https://github.com/PF2-pasteur-fr/SARTools

Proper Citation: SARTools (RRID:SCR_016533)

Description: Software package as a DESeq2- and EdgeR-Based R Pipeline for 
Comprehensive Differential Analysis of RNA-Seq Data.

Resource Type: software application, software toolkit, data analysis software, data 
processing software, software resource

Defining Citation: PMID:27280887

Keywords: R package, DESeq2, EdgeR, comprehensive, analysis, RNAseq, data, bio.tools

Funding: the France Génomique National Infrastructure

Availability: Free, Available for download, Freely available

Resource Name: SARTools

Resource ID: SCR_016533

Alternate IDs: biotools:sartools

Alternate URLs: https://bio.tools/sartools

Record Creation Time: 20220129T080331+0000

Record Last Update: 20250517T060258+0000

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_016533/resolver
https://github.com/PF2-pasteur-fr/SARTools
https://pubmed.ncbi.nlm.nih.gov/27280887


Ratings and Alerts

No rating or validation information has been found for SARTools.

No alerts have been found for SARTools.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 119 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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e3002693.
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13314.
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pyogenes infection. Nature communications, 15(1), 8593.
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eadm9449.

Morot A, et al. (2024) Genetic Insights into Biofilm Formation by a Pathogenic Strain of Vibrio 
harveyi. Microorganisms, 12(1).


