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Autogrid

RRID:SCR_015982
Type: Tool

Proper Citation

Autogrid (RRID:SCR_015982)

Resource Information

URL: http://autodock.scripps.edu/

Proper Citation: Autogrid (RRID:SCR_015982)

Description: THIS RESOURCE IS NO LONGER IN SERVICE. Documented on February
23,2023.Software for automated docking analysis to precalculate the set of grids
describing the target protein. It is a part of automated molecular modeling simulation
software AutoDock.

Synonyms: Autogrid toolkit, Autogrid: automated grid

Resource Type: data analysis software, data processing software, simulation software,
software application, software resource

Defining Citation: PMID:16862531

Keywords: software, automated, docking, analysis, tool, precalculate, set, grid, ligand,
protein, target, molecular, simulation, modeling, protein-ligand interaction, data

Funding: The Scripps Research Institute ;

San Diego ;

California

Availability: THIS RESOURCE IS NO LONGER IN SERVICE
Resource Name: Autogrid

Resource ID: SCR_015982

Alternate URLSs: http://mgl.scripps.edu/forum

License: GNU General Public License

Record Creation Time: 20220129T080328+0000
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Record Last Update: 20260821T194031+0000

Ratings and Alerts
No rating or validation information has been found for Autogrid.

No alerts have been found for Autogrid.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 1261 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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omega, 11(7), 11082.
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Wang N, et al. (2026) Artesunate directly targeting MMP9 to reduce angiogenesis and
increase CD8 + T cell infiltration inhibits hepatocellular carcinoma. Cancer cell
international, 26(1).



https://dknet.org/rin/sources/SCR_005400
https://dknet.org/data/record/nlx_144509-1/SCR_015982/resolver/mentions

Bi J, et al. (2026) Genetic Identification of Potential Drug Targets for Dental Caries: A
Mendelian Randomization Study. Health science reports, 9(5), e72546.
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Wurttemberg, Germany), 13(6), e12563.
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growth. Anti-cancer drugs, 37(3), 190.
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of translational medicine, 24(1).
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molecular sciences, 27(7).
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