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Type: Tool

Proper Citation

Center for Iron and Heme Disorders at the University of Utah Mutation Generation and 
Detection Core (RRID:SCR_015339)

Resource Information

URL: http://cihd.cores.utah.edu/mgd/

Proper Citation: Center for Iron and Heme Disorders at the University of Utah Mutation 
Generation and Detection Core (RRID:SCR_015339)

Description: Core facility which provides custom TALEN and Crispr-Cas9 DNA nucleases to 
induce targeted mutations in a genomic region of interest. It also provides hardware, 
reagents, and expertise for optimizing and performing HRMA for genes of interest.

Resource Type: access service resource, service resource, core facility, resource

Keywords: crispr, crispr cas9, induced mutation

Related Condition: iron disorder, heme disorder

Funding: NIDDK U54DK110858

Availability: Available to the research community

Resource Name: Center for Iron and Heme Disorders at the University of Utah Mutation 
Generation and Detection Core

Resource ID: SCR_015339

Record Creation Time: 20220129T080325+0000

Record Last Update: 20250428T053919+0000
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Ratings and Alerts

No rating or validation information has been found for Center for Iron and Heme Disorders at 
the University of Utah Mutation Generation and Detection Core .

No alerts have been found for Center for Iron and Heme Disorders at the University of Utah 
Mutation Generation and Detection Core .

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 21 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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