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Jackson Laboratory Clinical Knowledgebase

RRID:SCR_014965
Type: Tool

Proper Citation

Jackson Laboratory Clinical Knowledgebase (RRID:SCR_014965)

Resource Information

URL.: https://ckb.jax.org/

Proper Citation: Jackson Laboratory Clinical Knowledgebase (RRID:SCR_014965)

Description: Semi-automated and manually curated database of gene/variant
annotations, therapy knowledge, diagnostic/prognostic information, and oncology clinical
trials. Users can search CKB via gene, gene variants, drug, drug class, indication, and
clinical trials.

Abbreviations: CKB
Synonyms: Jackson CKB
Resource Type: data or information resource, database

Defining Citation: PMID:26772741

Keywords: cancer, database, knowledgebase, clinical trial, clinical, gene, gene
annotation, variant annotation, therapy, diagnosis

Related Condition: Cancer

Availability: Available to the research community, For educational and research purposes
only, Not intended to be used for medical advice/diagnosis or treatment

Resource Name: Jackson Laboratory Clinical Knowledgebase
Resource ID: SCR_014965
Record Creation Time: 20220129T080323+0000

Record Last Update: 20260815T182932+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_014965/resolver
https://ckb.jax.org/
https://pubmed.ncbi.nlm.nih.gov/26772741

No rating or validation information has been found for Jackson Laboratory Clinical
Knowledgebase.

No alerts have been found for Jackson Laboratory Clinical Knowledgebase.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 31 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET .
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