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Genome Aggregation Database

RRID:SCR_014964
Type: Tool

Proper Citation

Genome Aggregation Database (RRID:SCR_014964)

Resource Information

URL: http://gnomad.broadinstitute.org/

Proper Citation: Genome Aggregation Database (RRID:SCR_014964)

Description: Database that aggregates exome and genome sequencing data from large-
scale sequencing projects. The gnomAD data set contains individuals sequenced using
multiple exome capture methods and sequencing chemistries. Raw data from the projects
have been reprocessed through the same pipeline, and jointly variant-called to increase
consistency across projects.

Abbreviations: gnomAD

Synonyms: gnomAD 2.0, gnomAD Browser, gnomAD version 2.0, Exome Aggregation
Consortium

Resource Type: data or information resource, database
Keywords: database, genome, , bio.tools, FASEB list
Funding: Broad Institute

Availability: Open source, Available to the biomedical community, The community can
contribute to this resource

Resource Name: Genome Aggregation Database
Resource ID: SCR_014964
Alternate IDs: biotools:gnomad

Alternate URLSs: https://github.com/macarthur-lab/gnomad_browser/issues,
https://bio.tools/gnomad

License: ODC Open Database License
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License URLSs: http://gnomad.broadinstitute.org/terms
Record Creation Time: 20220129T080323+0000

Record Last Update: 20260821T194032+0000

Ratings and Alerts
No rating or validation information has been found for Genome Aggregation Database.

No alerts have been found for Genome Aggregation Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 5310 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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