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Skyline

RRID:SCR_014080
Type: Tool

Proper Citation

Skyline (RRID:SCR_014080)

Resource Information

URL.: https://skyline.gs.washington.edu/labkey/project/home/software/Skyline/begin.view

Proper Citation: Skyline (RRID:SCR_014080)

Description: Software tool as Windows client application for targeted proteomics method
creation and quantitative data analysis. Open source document editor for creating and
analyzing targeted proteomics experiments. Used for large scale quantitative mass
spectrometry studies in life sciences.

Resource Type: data analysis software, data processing software, software application,
software resource

Defining Citation: PMID:20147306

Keywords: Proteomics, SRM, MRM, DDA, DIA, shotgun, mass, spectrometry, data,
analysis, quantitative

Funding: NCI U24 CA126479;
NCRR P41 RR011823;

NHLBI RO1 HL082747,

NIA P30 AG013280;

NIDDK RO1 DK069386

Availability: Free, Available for download, Freely available
Resource Name: Skyline

Resource ID: SCR_014080

License: Apache 2.0

Record Creation Time: 20220129T080318+0000

Record Last Update: 20260821T194000+0000
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Ratings and Alerts
No rating or validation information has been found for Skyline.

No alerts have been found for Skyline.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 3040 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET .
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Cancer research.
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Monoclonal Antibodies: An Alternative to Radio-Biodistribution. Advanced science
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Xiang H, et al. (2026) Predominant mutated non-canonical tumor-specific antigens
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Cell genomics, 6(1), 101062.
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intestinal HMGCS2-mediated ketogenesis to facilitate mucosal healing. Nature
communications, 17(1).
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induced inflammation and lung barrier dysfunction through enhancing mitophagy and
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structural changes induced by interaction with its reductase flavin mononucleotide domain.
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chemistry, 74(1), 1357.

Liu X, et al. (2026) A high-throughput N-glycan analysis strategy with targeted mass
spectrometry (HTnGQs-target) for liver disease diagnosis. Chemical science, 17(1), 364.




