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Resource Information

URL.: http://snp.ims.u-tokyo.ac.jp/

Proper Citation: Japanese Single Nucleotide Polymorphisms (RRID:SCR_013076)

Description: JSNP is a database of Japanese Single Nucleotide Polymorphisms. It includes
BLAST capability, keyword search, mapping information, and other tools that allow users to
gather information on SNP's. SNPs are the most common form of DNA sequence variation.
They are useful polymorphic markers to investigate genes susceptible to diseases or those
related to drug responsiveness. Furthermore, a small subset of SNPs directly influences to
the quality and/or quantity of the gene product, and increase a risk to certain diseases and to
severe side effect by drugs. Through a discovery of a large number of SNPs, we would like
to contribute to identification of disease-related genes and also to establish a diagnostic
method to avoid drug side-effect.

Synonyms: JSNP

Resource Type: database, data or information resource
Keywords: FASEB list

Funding:

Resource Name: Japanese Single Nucleotide Polymorphisms
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Alternate IDs: nif-0000-03063
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Ratings and Alerts

No rating or validation information has been found for Japanese Single Nucleotide
Polymorphisms.

No alerts have been found for Japanese Single Nucleotide Polymorphisms.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 38 mentions in open access literature.
Listed below are recent publications. The full list is available at dkNET.
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