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Proper Citation

USDA National Institute of Food and Agriculture (RRID:SCR_012886)

Resource Information

URL: http://www.csrees.usda.gov/

Proper Citation: USDA National Institute of Food and Agriculture (RRID:SCR_012886)
Abbreviations: NIFA, CSREES

Synonyms: U.S. Department of Agriculture Cooperative State Research Education and
Extension Service, U.S. Department of Agriculture National Institute of Food and Agriculture,
USDA Cooperative State Research Education and Extension Service, National Institute of
Food and Agriculture, United States Department of Agriculture National Institute of Food and
Agriculture, Cooperative State Research Education and Extension Service, United States
Department of Agriculture Cooperative State Research Education and Extension Service

Resource Type: government granting agency

Funding:

Resource Name: USDA National Institute of Food and Agriculture
Resource ID: SCR_012886

Record Creation Time: 20220129T080313+0000

Record Last Update: 20250420T014623+0000

Ratings and Alerts



https://dknet.org
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No rating or validation information has been found for USDA National Institute of Food and
Agriculture.

No alerts have been found for USDA National Institute of Food and Agriculture.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 26 mentions in open access literature.
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