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ANNOVAR
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Type: Tool

Proper Citation

ANNOVAR (RRID:SCR_012821)

Resource Information

URL: http://www.openbioinformatics.org/annovar/

Proper Citation: ANNOVAR (RRID:SCR_012821)

Description: An efficient software tool to utilize update-to-date information to functionally
annotate genetic variants detected from diverse genomes (including human genome hgl8,
hg19, as well as mouse, worm, fly, yeast and many others). Given a list of variants with
chromosome, start position, end position, reference nucleotide and observed nucleotides,
ANNOVAR can perform: 1. gene-based annotation. 2. region-based annotation. 3. filter-
based annotation. 4. other functionalities. (entry from Genetic Analysis Software)

Abbreviations: ANNOVAR

Synonyms: functional ANNOtation of genetic VARiants, ANNOVAR: Functional
annotation of genetic variants

Resource Type: software resource, software application

Defining Citation: PMID:20601685

Keywords: genomic analysis, imaging genomics, next generation sequencing, snp, gene,
bio.tools

Availability: Free

Resource Name: ANNOVAR

Resource ID: SCR_012821

Alternate IDs: nix_154225, biotools:annovar, OMICS_00165
Alternate URLSs: https://bio.tools/annovar, https://bio.tools/annovar

Record Creation Time: 20220129T080312+0000
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Record Last Update: 20260808T190519+0000

Ratings and Alerts

No rating or validation information has been found for ANNOVAR.

No alerts have been found for ANNOVAR.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 6463 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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