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ldaho State University Molecular Research Core
Facility

RRID:SCR_012598
Type: Tool

Proper Citation

Idaho State University Molecular Research Core Facility (RRID:SCR_012598)

Resource Information

URL: https://www.isu.edu/mrcf/

Proper Citation: ldaho State University Molecular Research Core Facility
(RRID:SCR_012598)

Description: Core facility aides ISU investigators in the areas of molecular genetics,
microbiology, developmental biology, physiology, anatomy, neurobiology, molecular
evolution and systematics, phylogenetics, population genetics, bioinformatics, comparative
and computational genetics, and pharmaceutical sciences. In addition the MRCF also
serves the DNA sequencing and genotyping needs of an increasing number of
investigators at other institutions throughout the state and the nation. Routine activities in
the MRCF include automated DNA sequencing and microsatellite analysis (Genotyping),
PCR, electrophoresis, and gel documentation and analysis.

Abbreviations: ISU MRCF, MRCF

Synonyms: , ISU, MRCF, Core Facility, Molecular Research, ldaho State University
Resource Type: service resource, access service resource, core facility
Keywords: Molecular Research, genotyping, sequencing, microscopy,

Availability: Open, Available to external user

Resource Name: Idaho State University Molecular Research Core Facility
Resource ID: SCR_012598

Alternate IDs: ABRF 209, SciEx_523

Alternate URLSs: https://coremarketplace.org/?FacilityID=209&citation=1,
https://www.isu.edu/research/centers-and-institutes/molecular-research-core-facility/
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https://dknet.org/data/record/nlx_144509-1/SCR_012598/resolver
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Old URLs: http://www.scienceexchange.com/facilities/molecular-research-core-facility-isu
Record Creation Time: 20220129T080311+0000

Record Last Update: 20260815T183105+0000

Ratings and Alerts

No rating or validation information has been found for Idaho State University Molecular
Research Core Facility.

No alerts have been found for Idaho State University Molecular Research Core Facility.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 12 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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