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Proper Citation

proTRAC (RRID:SCR_012078)

Resource Information

URL: http://sourceforge.net/projects/protrac/

Proper Citation: proTRAC (RRID:SCR_012078)

Description: A software which detects and analyses piRNA clusters based on quantifiable 
deviations from a hypothetical uniform distribution regarding the decisive piRNA cluster 
characteristics.

Synonyms: probabilistic TRacking and Analysis of Clusters

Resource Type: software resource

Defining Citation: PMID:22233380

Keywords: standalone software, perl

Funding:

Availability: Creative Commons License

Resource Name: proTRAC

Resource ID: SCR_012078

Alternate IDs: OMICS_04874

Record Creation Time: 20220129T080308+0000

Record Last Update: 20250420T014605+0000

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_012078/resolver
http://sourceforge.net/projects/protrac/
https://pubmed.ncbi.nlm.nih.gov/22233380


Ratings and Alerts

No rating or validation information has been found for proTRAC.

No alerts have been found for proTRAC.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 24 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.

Huang S, et al. (2024) Transcriptional landscape of small non-coding RNAs reveals diversity 
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Derived Small RNAs in Drosophila subobscura. Genome biology and evolution, 15(11).

Martín L, et al. (2021) Altered non-coding RNA expression profile in F1 progeny 1 year after 
parental irradiation is linked to adverse effects in zebrafish. Scientific reports, 11(1), 4142.
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Ward NJ, et al. (2018) microRNAs associated with early neural crest development in 
Xenopus laevis. BMC genomics, 19(1), 59.

Capra E, et al. (2017) Small RNA sequencing of cryopreserved semen from single bull 
revealed altered miRNAs and piRNAs expression between High- and Low-motile sperm 
populations. BMC genomics, 18(1), 14.

Bachmayr-Heyda A, et al. (2016) Small RNAs and the competing endogenous RNA network 
in high grade serous ovarian cancer tumor spread. Oncotarget, 7(26), 39640.


