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Type: Tool

Proper Citation

Explicet (RRID:SCR_011937)

Resource Information

URL: http://www.explicet.org/

Proper Citation: Explicet (RRID:SCR_011937)

Description: Graphical user interface software for metadata-driven management, analysis, 
and visualization of microbiome data.

Abbreviations: Explicet

Resource Type: software resource

Funding:

Resource Name: Explicet

Resource ID: SCR_011937

Alternate IDs: OMICS_01497

Record Creation Time: 20220129T080307+0000

Record Last Update: 20250420T014602+0000

Ratings and Alerts

No rating or validation information has been found for Explicet.

No alerts have been found for Explicet.

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_011937/resolver
http://www.explicet.org/


Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 53 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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Colbert JF, et al. (2023) Aging-Associated Augmentation of Gut Microbiome Virulence 
Capability Drives Sepsis Severity. mBio, 14(3), e0005223.

Fechtner S, et al. (2023) 3,3-dimethyl-1-butanol and its metabolite 3,3-dimethylbutyrate 
ameliorate collagen-induced arthritis independent of choline trimethylamine lyase activity. 
Research square.

Hahn A, et al. (2023) Therapeutic beta-lactam dosages and broad-spectrum antibiotics are 
associated with reductions in microbial richness and diversity in persons with cystic fibrosis. 
Scientific reports, 13(1), 1217.

Jackson CL, et al. (2022) Evolution of the Gut Microbiome in HIV-Exposed Uninfected and 
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Wang L, et al. (2021) Comparative Analysis of the Apple Root Transcriptome as Affected by 
Rootstock Genotype and Brassicaceae Seed Meal Soil Amendment: Implications for Plant 
Health. Microorganisms, 9(4).
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Inflammatory bowel diseases, 26(9), 1353.
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Hahn A, et al. (2020) Airway microbial diversity is decreased in young children with cystic 
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Li E, et al. (2019) Influence of Crohn's disease related polymorphisms in innate immune 
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