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VISTA Browser

RRID:SCR_011808
Type: Tool

Proper Citation

VISTA Browser (RRID:SCR_011808)

Resource Information

URL.: http://pipeline.lbl.gov/cgi-bin/gateway?2

Proper Citation: VISTA Browser (RRID:SCR_011808)

Description: Software tools for comparative genomics.Comprehensive suite of programs
and databases for comparative analysis of genomic sequences. There are two ways of using
VISTA - you can submit your own sequences and alignments for analysis (VISTA servers) or
examine pre-computed whole-genome alignments of different species.

Synonyms: VISTA, vista
Resource Type: software resource, software toolkit

Defining Citation: PMID:15215394

Keywords: Comparative genomics tools, genomic sequences, comparative analysis,
bio.tools, FASEB list

Funding: Office of Biological and Environmental Research ;
Office of Science ;

US Department of Energy ;

NHLBI

Availability: Free, Freely available
Resource Name: VISTA Browser

Resource ID: SCR_011808



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_011808/resolver
http://pipeline.lbl.gov/cgi-bin/gateway2
https://pubmed.ncbi.nlm.nih.gov/15215394

Alternate IDs: OMICS 00948, biotools:vista
Alternate URLSs: http://genome.lbl.gov/vista/index.shtml, https://bio.tools/vista
Record Creation Time: 20220129T080306+0000

Record Last Update: 20250429T055454+0000

Ratings and Alerts

No rating or validation information has been found for VISTA Browser.

No alerts have been found for VISTA Browser.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 74 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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