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RACE

RRID:SCR_010950
Type: Tool

Proper Citation

RACE (RRID:SCR_010950)

Resource Information

URL: http://race.unil.ch/

Proper Citation: RACE (RRID:SCR_010950)

Description: A collection of web tools designed to assist with the analysis of DNA
microarray data and results. RACE performs probe level data preprocessing, quality checks,
normalization, and visualization for Affymetrix GeneChips. In addition, it performs clustering
and differential analysis of normalized expression levels or ratios for arbitrary platforms, and
estimates the false discovery rates in lists of potentially regulated genes. A Gene Ontology
(GO)-term analysis assists in the biological interpretation of gene lists. The user can
customize each analysis request; upon submission the analysis is executed in a fully
automated way.

Abbreviations: RACE
Synonyms: Remote Analysis Computation for gene Expression data

Resource Type: production service resource, data analysis service, service resource,
analysis service resource

Defining Citation: PMID:15980552

Keywords: dna microarray, bio.tools
Funding:
Availability: Account required

Resource Name: RACE



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_010950/resolver
http://race.unil.ch/
https://pubmed.ncbi.nlm.nih.gov/15980552

Resource ID: SCR_010950

Alternate IDs: OMICS_ 00777, biotools:race
Alternate URLSs: https://bio.tools/race

Record Creation Time: 20220129T080301+0000

Record Last Update: 20250517T060012+0000

Ratings and Alerts
No rating or validation information has been found for RACE.

No alerts have been found for RACE.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 336 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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