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Resource Information

URL.: http://bioinformatics.ubc.ca/matrix2png/

Proper Citation: Matrix2png (RRID:SCR_010669)

Description: An open visualization tool for the display of matrix data. It is available for
download or interactive web use. It is a simple but powerful program for making
visualizations of microarray data and many other data types. It generates PNG formatted
images from text files of data. It is fast, easy to use, and reasonably flexible. It can be used
to generate publication-quality images, or to act as a image generator for web applications.
Our group has found it useful for imaging all kinds of matrix-based data, not just microarray
data.

Resource Type: software resource

Keywords: dna microarray, matrix

Funding:

Resource Name: Matrix2png

Resource ID: SCR_010669

Alternate IDs: nIx_74565

Record Creation Time: 20220129T080300+0000

Record Last Update: 20250519T203619+0000

Ratings and Alerts


https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_010669/resolver
http://bioinformatics.ubc.ca/matrix2png/

No rating or validation information has been found for Matrix2png.

No alerts have been found for Matrix2png.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 123 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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