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Omics Discovery Index

RRID:SCR_010494
Type: Tool

Proper Citation

Omics Discovery Index (RRID:SCR_010494)

Resource Information

URL.: http://www.omicsdi.org/

Proper Citation: Omics Discovery Index (RRID:SCR_010494)

Description: Portal for dataset discovery across a heterogeneous, distributed group of
transcriptomics, genomics, proteomics and metabolomics data resources. These resources
span eight repositories in three continents and six organisations, including both open and
controlled access data resources.

Abbreviations: OmicsDI, DDI, DDICC

Synonyms: Omics Discovery Index (OmicsDI)

Resource Type: database, portal, data or information resource
Keywords: dataset search, knowledge framework, knowledge discovery

Funding: NIA 1U24A1117966-01,
NIGMS 1U54GM114833-01

Availability: Free, Public

Resource Name: Omics Discovery Index
Resource ID: SCR_010494

Alternate IDs: nlx_158507, SCR_014747

Record Creation Time: 20220129T080259+0000



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_010494/resolver
http://www.omicsdi.org/

Record Last Update: 20250416T063605+0000

Ratings and Alerts
No rating or validation information has been found for Omics Discovery Index.

No alerts have been found for Omics Discovery Index.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 26 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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