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Proper Citation

Illumina (RRID:SCR_010233)

Resource Information

URL: http://www.illumina.com/

Proper Citation: Illumina (RRID:SCR_010233)

Description: American company incorporated that develops, manufactures and markets
integrated systems for the analysis of genetic variation and biological function. Provides a
line of products and services that serve the sequencing, genotyping and gene expression
and proteomics markets. Its headquarters are located in San Diego, California.

Abbreviations: Illumina, Inc.

Synonyms: Inc., Illumina

Resource Type: commercial organization

Keywords: Commercial, organization, develope, manufacture, system, analysis, genetic,
sequencing, genotyping, gene, expression, proteomic

Resource Name: Illumina

Resource ID: SCR_010233

Alternate IDs: nlx_156846, grid.185669.5, Wikidata: Q2068984, ISNI: 0000 0004 0507
3954

Alternate URLs: https://ror.org/05k34t975

Record Creation Time: 20220129T080257+0000

Record Last Update: 20260808T185917+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_010233/resolver
http://www.illumina.com/


No rating or validation information has been found for Illumina.

No alerts have been found for Illumina.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics

We found 2543 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET .
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gene-environment interaction effects on hair cortisol in a Brazilian population-based
longitudinal study. Stress (Amsterdam, Netherlands), 29(1), 2611613.

Lee JB, et al. (2026) Lazertinib with stereotactic body radiotherapy in oligometastatic
EGFR-mutant non-small-cell lung cancer. ESMO open, 11(2), 106057.
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Mapunda LA, et al. (2026) Genomic Insights into Marburg Virus Strains from 2023 and
2025 Outbreaks in Kagera, Tanzania. Emerging infectious diseases, 32(1), 55.

Han C, et al. (2026) Comparison of the differentially enriched mutations/pathways
between stage II and stage IV dMMR/MSI-H colorectal cancer. Science progress, 109(1),
368504251412580.

Chen T, et al. (2026) Rumen microbiota inoculation indicates collaborative mechanisms
enhancing propionate supply to alleviate weaning stress in lambs. Microbiome, 14(1), 54.

Nguyen TT, et al. (2026) Vaccine-Like African Swine Fever Virus Strain in Domestic Pigs,
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profiles in a murine model. Journal of gastrointestinal oncology, 17(1), 13.


