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Proper Citation

HMS Drosophila RNAi Screening Center (RRID:SCR_009794)

Resource Information

URL: http://harvard.eagle-i.net/i/0000012d-4d06-be70-2162-17a280000000

Proper Citation: HMS Drosophila RNAi Screening Center (RRID:SCR_009794)

Description: Core facility that provides the following services: Drosophila genome-wide and 
focused cell-based RNAi libraries, Custom synthesis of double-stranded RNAs for 
Drosophila cell-based RNAi. 

The DRSC facilitates genome-wide and related cell-based screening at our state-of-the-art 
facility. Since our beginnings in 2003, we have successfully guided screeners through the 
process, including help with assay development and optimization, data and image analysis, 
and planning of follow-up assays. Screens performed at the DRSC have resulted in an 
impressive number of publications on a wide range of topics in high-profile journals.

Resource Type: core facility, service resource, access service resource

Keywords: rnai screening

Funding:

Resource Name: HMS Drosophila RNAi Screening Center

Resource ID: SCR_009794

Alternate IDs: nlx_156261

Alternate URLs: http://www.flyrnai.org/

Record Creation Time: 20220129T080254+0000
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Record Last Update: 20250508T065243+0000

Ratings and Alerts

No rating or validation information has been found for HMS Drosophila RNAi Screening 
Center.

No alerts have been found for HMS Drosophila RNAi Screening Center.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 15 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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