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Proper Citation

TRAP (RRID:SCR_009002)

Resource Information

URL: http://research.nhgri.nih.gov/software/TRAP/

Proper Citation: TRAP (RRID:SCR_009002)

Description: Software tool for determining a regression model of quantitative or binary trait 
variation when the number of possible genetic predictors is very large, considering only a 
moderate number of predictors at one time, using unrelated or family data. (entry from 
Genetic Analysis Software)

Abbreviations: TRAP

Synonyms: Tiled Regression Analysis Package

Resource Type: software resource, software application

Keywords: gene, genetic, genomic, r, any with r installation

Funding:

Resource Name: TRAP

Resource ID: SCR_009002

Alternate IDs: nlx_154010

Record Creation Time: 20220129T080250+0000

Record Last Update: 20250416T063534+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_009002/resolver
http://research.nhgri.nih.gov/software/TRAP/


No rating or validation information has been found for TRAP.

No alerts have been found for TRAP.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 371 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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up a unique niche in Drosophila busckii. Nature communications, 16(1), 767.

Sánchez-González L, et al. (2025) Incompatible Aedes aegypti male releases as an 
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Erdei AL, et al. (2025) Host Plant Odour and Sex Pheromone are Integral to Mate Finding in 
Codling Moth. Journal of chemical ecology, 51(1), 13.

Diagouraga B, et al. (2024) The TOPOVIBL meiotic DSB formation protein: new insights 
from its biochemical and structural characterization. Nucleic acids research, 52(15), 8930.

Crowley LM, et al. (2024) The genome sequence of the meadow plant bug, Leptopterna 
dolabrata (Linnaeus, 1758). Wellcome open research, 9, 128.

Lynn N, et al. (2024) Detecting and understanding meaningful cancerous mutations based 
on computational models of mRNA splicing. NPJ systems biology and applications, 10(1), 
25.
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deauratella Zeller, 1846. Wellcome open research, 9, 370.
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skutterudites. Scientific reports, 14(1), 31581.

Johnson MA, et al. (2024) Coffee berry borer (Coleoptera: Scolytidae) population dynamics 
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communications, 15(1), 3709.
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Sameness to Its Reference Medicinal Product. Pharmaceutics, 16(4).
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Absence of Receptor Engagement. ACS infectious diseases, 10(5), 1590.


