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TDR Targets Database

RRID:SCR_007963
Type: Tool

Proper Citation

TDR Targets Database (RRID:SCR_007963)

Resource Information

URL.: http://tdrtargets.org/

Proper Citation: TDR Targets Database (RRID:SCR_007963)

Description: This database functions both as a website where researchers can look for
information on their targets of interest; and as a tool for prioritization of targets in whole
genomes. Using the database as a tool, researchers can quickly prioritize a genome of
interest by performing any number of individual queries on a species of interest, then
assigning numerical weights to each query (in the history page) to finally obtain a ranked list
of genes by combining the weighted queries. This site is part of a WHO/TDR project seeking
to exploit the availability of diverse datasets to facilitate the identification and prioritization of
drug targets in pathogens causing neglected diseases.

Synonyms: TDR Targets

Resource Type: database, data or information resource
Keywords: bio.tools, FASEB list

Funding:

Resource Name: TDR Targets Database

Resource ID: SCR_007963

Alternate IDs: nif-0000-03542, biotools:tdr_targets

Alternate URLSs: https://bio.tools/tdr_targets



https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_007963/resolver
http://tdrtargets.org/

Record Creation Time: 20220129T080244+0000

Record Last Update: 20250517T055844+0000

Ratings and Alerts
No rating or validation information has been found for TDR Targets Database.

No alerts have been found for TDR Targets Database.

Data and Source Information

Source: SciCrunch Registry

Usage and Citation Metrics
We found 42 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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