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Proper Citation

Schmidtea mediterranea Genome Database (RRID:SCR_007934)

Resource Information

URL: http://smedgd.neuro.utah.edu

Proper Citation: Schmidtea mediterranea Genome Database (RRID:SCR_007934)

Description: A database that integrates all available data associated with the planarian 
genome, including predicted and annotated genes, ESTs, protein homologies, gene 
expression patterns and RNAi phenotypes. It is GMOD compliant. The planarian Schmidtea 
mediterranea is rapidly emerging as a key model organism for the study of regeneration, 
tissue homeostasis and stem cell biology. Thus, SmedGD features a genome browser, 
BLAST capability, and other search options in order to facilitate the advancement of scientific 
knowledge of this organism.

Abbreviations: SmedGD

Resource Type: data or information resource, database

Keywords: planeria

Funding:

Resource Name: Schmidtea mediterranea Genome Database

Resource ID: SCR_007934

Record Creation Time: 20220129T080244+0000

Record Last Update: 20250507T060535+0000

Ratings and Alerts

https://dknet.org
https://dknet.org/data/record/nlx_144509-1/SCR_007934/resolver
http://smedgd.neuro.utah.edu


No rating or validation information has been found for Schmidtea mediterranea Genome 
Database.

No alerts have been found for Schmidtea mediterranea Genome Database.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 27 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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