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Resource Information

URL: http://www.interferome.org

Proper Citation: Interferome (RRID:SCR_007743)

Description: Interferome is a database that provides identification of interferon regulated 
gene signatures from high-throughput data sets (i.e. microarray, proteomic data etc.). It will 
also assist in identifying regulatory elements and enable comparison of tissue expression of 
IRGs in human and mouse. Availability of sequence information from more than 37 species, 
together with comprehensive annotation will enable comparative genomics and phylogenetic 
analysis to be performed on these IRGs. Within the database, Type I, II and III IFN regulated 
genes have been manually curated from more than 28 publicly available microarray 
datasets. Interferon Regulated Genes (IRGs) were identified from multiple microarray and 
proteomic experiments where cells were treated with IFNs. Genes that were up or down 
regulated more than 1.5 fold relative to control samples were defined as IRGs.

Synonyms: Interferome

Resource Type: database, data or information resource

Keywords: FASEB list

Funding:

Resource Name: Interferome

Resource ID: SCR_007743

Alternate IDs: nif-0000-03032
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Record Creation Time: 20220129T080243+0000

Record Last Update: 20250430T055527+0000

Ratings and Alerts

No rating or validation information has been found for Interferome.

No alerts have been found for Interferome.

Data and Source Information

Source:  SciCrunch Registry 

Usage and Citation Metrics

We found 156 mentions in open access literature.

Listed below are recent publications. The full list is available at dkNET.
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